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Can interactive structure of epidemics derive different evolution
of virulence?
\star 1 \star 2 \star 3 \star 4
\star 1 \star 2 \star 3
\star 4
Naoyuki Iseki\star 1, Shingo Iwami\star 2. Atsushi Honma\star 3 Takuya Sekiguchi\star 4
\star 1Department of biology, Graduate School of Kyushu University,
\star 2Graduate School of Science and Technology, Shizuoka University,
\star 3Faculty ofAgriculture, Graduate School of Kyoto University,
\star 4Graduate School of Decision Science and Technology, Tokyo Institute of
Technology
\star 1 niseki@bio-math10.biology.kyushu-u.ac.jp
Abstract : In thjs report, we analyze effect of epidemic structure on virulence
evolutjon of pathogen. In general, virulence of vector\cdot borne and water-borne
disease can evolve more high virulence. In contrast, pathogen of direct
contact disease (e.g. sexually transmjtted disease) evolves less vjrulent. We
investigate whether interaction of host and pathogen jtself also affects
evolution of virulence. We construct and analyze three models: 1) vector
disease model; 2) age-structured epidemic model; and 3) $n\cdot cyclic$ chain
transmission model. We show that epidemic structure of above three models
didn’t affect on virulence dynamics of pathogen.
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3 Age-structured epidemic model
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